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<210> 1 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 1 

gtgccacttg acttgggact 

<210> 2 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



20 



<400> 2 

atctctccaa gcagacccag caagc 

<210> 3 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



25 



<400> 3 

tacctttgaa ttaagcactt cacag 



25 



<210> 4 
<211> 24 




<212> DNA 

<213 > Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 4 

tcctgaacct gctctgtgaa gtgc 

<210> 5 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 5 

ctagagccaa acccacatct cctt 

<210> 6 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 6 

ttattggcta cttggtgcc 

<210> 7 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 7 

tcctggctct ccctctct 

<210> 8 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 8 

aggtccctcc tccagcac 

<210> 9 
<211> 22 
<212> DNA 



•i 




<213> Artificial Sequence 



<220> 

<223> Oligonucleotide 



<400> 9 

cccaggtccc tcctcccagc ac 



22 



<210> 10 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 10 

gggagatttt ttcagccag 19 

<210> 11 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 11 

agacctttgg agcaggagtg 2 0 

<210> 12 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 12 

agcagggagg atgttacag 19 

<210> 13 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 13 

a 9999tgggt agggaatatg 2 0 

<210> 14 
<211> 26 
<212> DNA 

<213> Artificial Sequence 



4 



<220> 

<223> Oligonucleotide 



<400> 14 

gcttgaaata gaagggaaat gggagg 2 6 

<210> 15 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 15 

tggcaagaac ctggaccttg acttt 25 

<210> 16 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 16 

ccaggttgtt aagcattgct gtacc 25 

<210> 17 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 17 

atagagaggc cagcacaa 18 

<210> 18 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 18 

tgtaactatg aggagtcag 19 

<210> 19 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



5 



<220> 

<223> Oligonucleotide 



<400> 19 

agaagatggg ggaatctttt tcct 24 

<210> 20 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 20 

attagccggg cacggtggca 2 0 

<210> 21 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 21 

actctaattt cataccaccc * 20 

<210> 22 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 22 

aaaggatgca ggaggaatgt aggc 24 

<210> 23 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 23 

tgatgaccat cctcaggt 18 

<210> 24 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Oligonucleotide 



<400> 24 

tctcagctca ctgcaacctc 

<210> 25 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 25 

catccccctt tggtggcc 

<210> 26 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 26 

acccagcaag ctgaagttgt agcc 

<210> 27 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 27 

cctttttgtc cctgatgacc 

<210> 28 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 28 

tatccatgag gtgctgggaa c 

<210> 29 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



7 



<400> 29 

aaggtagggg ctggacag 18 

<210> 30 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 30 

aaaaatcctg tgctccaaac 2 0 

<210> 31 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 31 

gagattaaaa atcctgtgct cca 23 

<210> 32 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 32 

caagagatca agccaaaatc agt 2 3 

<210> 33 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 
<400> 33 

cacccgcatg tcagactatt tggc 24 

<210> 34 
<211> 19 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide 



<400> 34 

caaaaaccca ttcttcccg 



19 



<210> 35 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 35 

tgtattccag gcagaaggc 



19 



<210> 36 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 36 

gcacagagac ggacacag 



18 



<210> 37 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 37 

acgtacaaat gcaggcaac 



19 



<210> 38 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 



<400> 38 

tgttggagag aggggtgatg 



20 



<210> 39 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide 



9 



<400> 39 21 
cagtctgttg tttaccagat g 

<210> 40 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide 

<400> 40 20 
agcttactgg atgaccacca 

<210> 41 
<211> 1254 
<212> DNA 
<213> Homosapien 

<220> 

<221> CDS 

<222> (1) . . . (1251) 



<400> 41 tgc ctg ccc etc tgg 

S? £ 2 "1 £ 2 S 2 2 S A c?= ». « ^ 

1 5 10 

s 2 s 2 2 s sr. 2 2 2 2 2 s 2 - s 

S 2 5 E 2 2 S S 2 - 5 2 2 22 2 

2 !S i 2 2 2 2 2 2 S S £ 5 2 5 2 

50 55 
etc acc teg agt ttc egg aga cac age tgg age agt gtg gee tte aac 
L eu Thr Ser Ser Phe Arg Arg His Ser Trp Ser Ser Va! 8Q 

70 

«c .«= at. £, «t gt £, CJJ tj, £. «c jt. .« J« ^ 

Leu Phe Met Leu Ala Leu Gly vax bin ^ 
85 yu 

2 2 £ 2 2 2 2 5 2 2 2 2 2 2 2 £ 
£ S 2 ES«»aH8 2 2 2-2 2 2 2 

115 120 

S 2 2 35 2 2 2 2 2 2 2 2 2 2 2 2 



96 



144 



192 



240 



288 



336 



384 



432 



130 



10 



gtg gag gtg aca get tta ggc aac ctg agg atg gtc ate agt aat ate 480 
Val Glu Val Thr Ala Leu Gly Asn Leu Arg Met Val lie Ser Asn lie 
145 150 155 160 

ttc aac aca gac tac cac atg aac atg atg cac ate tac gtg ttc gca 528 
Phe Asn Thr Asp Tyr His Met Asn Met Met His lie Tyr Val Phe Ala 
165 170 175 

gee tat ttt ggg ctg tct gtg gee tgg tgc ctg cca aag cct eta ccc 576 
Ala Tyr Phe Gly Leu Ser Val Ala Trp Cys Leu Pro Lys Pro Leu Pro 
180 185 190 

gag gga acg gag gat aaa gat cag aca gca acg ata ccc agt ttg tct 624 
Glu Gly Thr Glu Asp Lys Asp Gin Thr Ala Thr lie Pro Ser Leu Ser 
195 200 205 

gec atg ctg ggc gec etc ttc ttg tgg atg ttc tgg cca agt ttc aac 672 
Ala Met Leu Gly Ala Leu Phe Leu Trp Met Phe Trp Pro Ser Phe Asn 
210 215 220 

tct get ctg ctg aga agt cca ate gaa agg aag aat gec gtg ttc aac 72 0 

Ser Ala Leu Leu Arg Ser Pro lie Glu Arg Lys Asn Ala Val Phe Asn 
225 230 235 240 

acc tac tat get gta gca gtc age gtg gtg aca gee ate tea ggg tea 768 
Thr Tyr Tyr Ala Val Ala Val Ser Val Val Thr Ala lie Ser Gly Ser 
245 250 255 

tec ttg get cac ccc caa ggg aag ate age aag act tat gtg cac agt 816 
Ser Leu Ala His Pro Gin Gly Lys lie Ser Lys Thr Tyr Val His Ser 
260 265 270 

gcg gtg ttg gca gga ggc gtg get gtg ggt acc teg tgt cac ctg ate 864 
Ala Val Leu Ala Gly Gly Val Ala Val Gly Thr Ser Cys His Leu lie 
275 280 285 

cct tct ccg tgg ctt gee atg gtg ctg ggt ctt gtg get ggg ctg ate 912 
Pro Ser Pro Trp Leu Ala Met Val Leu Gly Leu Val Ala Gly Leu lie 
290 295 300 

tec gtc ggg gga gee aag tac ctg ccg ggg tgt tgt aac cga gtg ctg 960 
Ser Val Gly Gly Ala Lys Tyr Leu Pro Gly Cys Cys Asn Arg Val Leu 
305 310 315 320 

ggg att ccc cac age tec ate atg ggc tac aac ttc age ttg ctg ggt 1008 
Gly lie Pro His Ser Ser lie Met Gly Tyr Asn Phe Ser Leu Leu Gly 
325 330 335 

ctg ctt gga gag ate ate tac att gtg ctg ctg gtg ctt gat acc gtc 1056 
Leu Leu Gly Glu lie lie Tyr lie Val Leu Leu Val Leu Asp Thr Val 
340 345 350 

gga gee ggc aat ggc atg att ggc ttc cag gtc etc etc age att ggg 1104 
Gly Ala Gly Asn Gly Met lie Gly Phe Gin Val Leu Leu Ser lie Gly 

355 - 360 365 - — . — - -~ 

gaa etc age ttg gec ate gtg ata get etc acg tct ggt etc ctg aca 1152 
Glu Leu Ser Leu Ala lie Val lie Ala Leu Thr Ser Gly Leu Leu Thr 
370 375 380 

ggt ttg etc eta aat ctt aaa ata tgg aaa gca cct cat gag get aaa 1200 



Gly Leu Leu Leu Asn Leu Lys lie Trp Lys Ala Pro His Glu Ala Lys 
385 390 395 400 

tat ttt gat gac caa gtt ttc tgg aag ttt cct cat ttg get gtt gga 1248 
Tyr Phe Asp Asp Gin Val Phe Trp Lys Phe Pro His Leu Ala Val Gly 
405 410 415 

ttt taa 1254 
Phe 



<210> 42 
<211> 700 
<212> DNA 
<213> Homosapien 



<400> 42 

agccacttca aegttttgag tctcagtggc ctcatctgta aagtgagaat taagagatgg 60 

tgcatgtaaa gtgcttaacg gggagtaaat ggtaggcaaa cattagctgc tgctattagt 12 0 

acagagagac aatggtgtgt gtgagtcttg tgggcagaga tgggtgagag gggagacaaa 18 0 

acaagttctc atgatgatgg gggcaggggg tccagctggt ggtgtcggag ggaagtctgg 24 0 

acagaccagt ggtggggctc gggtgggagg cactgggggg gctggagtgg aaagaatgtg 3 00 

gecacagatg acagcttcac agcagaattc agtgctaaga ggaagtgagt ggccatgagt 360 

tccatggtga cagaaagtct aagacaccta gcaaggcagg agtgggtgtc agctcaggga 42 0 

agctcagagg ctaaacctag gtgagagctg agggtgtcag ataagagcaa ggcaaggctc 4 80 

cggttctgga gtagtgaagg acatagcaga gctataaccc aggaacaagg cccagcttat 54 0 

tggaactggg accagtcaca cagggtggca caggcaccaa gtagecaata ataataataa 600 

aaacaataac aatgatttat gtctattggg catttattca tgttctatgc cagacactgg 660 

actaagagct ttatatgtgg aaactcattt aatccttaca 700 



<210> 43 
<211> 700 
<212> DNA 
<213> Homosapien 

<400> 43 

agccacttca aegttttgag tctcagtggc ctcatctgta aagtgggaat taagagatgg 
tgcatgtaaa gtgcttaacg gggagtaaat ggtaggcaaa cattagctgc tgctattagt 
aaagagagac gatggtgtgt gtgagtcttg tgggcagaga tgggtgagag gggagacaaa 
acaagttctc atgatgatgg gggaaggggc tccagctggt ggtgtcggag ggaagtctgg 
acagaccagt ggtggggctc gggtgggagg cactgggggg gctggagtgg aaagaatgtg 
gecacagatg acagcttcac agcagaattc agtgctaaga ggaagtgagt ggccatgagt 
tccatggtga cagaaagtct aagacaccca gcaaggcagg agtgggtgtc aactcaggga 
ageccagagg ctaatcctag gtgagagctg agggtgtcag ataagagcaa ggcaaggctc 
cggttctgga gcagtgaagg acatagcaga gctatgaccc aggaacaagg cccagcttat 
tgaaactggg cccagtcaca cagggtggca caggcaccaa gtagecaata ataataataa 
aaacaataac aatgatttgt gtctactggg catttattca tgttctatgc cagacactgg 
gctaagagct ttatatgtgg aaactcattt aatccttaca 



